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<210> 1 

<211> 350 

<212> DNA 

<213> Homo sapiens 



<400> 1 

tttttttttt 

cggaggccag 

acaaagtctt 

cttccttggt 

tgtctgcctt 

tcttcacctt 



tgcaagcaga 
tatgtacaca 
gatgatctcc 
cttagatctg 
cagcttgtgg 
caggtacagg 



taaaggctta 
caaaggggca 
tccttcttgg 
cgggcctcag' 
atgtgttcca 
ctgtgataca 



ttttacttta 
gcttttattt 
cctggaggtg 
cctgatcagc 
tgagaatctg 
tgcggcgatc 



atggctgatc 
cttggtctct 
ctcttcatag 
caggagcttc 
cttgtttttt 
aatcttctta 



tatgtaatca 6 0 
tcctccttgg 120 
ctcttgtgtg 180 
ttgcgggcct 24 0 
aacacattcc 300 
350 



<210> 2 

<211> 500 

<212> DNA 

<213> Homo sapiens 



<400> 2 

cagtccacat 

gttttttttt 

tgatctatgt 

tctcttcctc 

catagctctt 

gcttcttgcg 

tttttaacac 

tcttagattc 

tgaccttctc 



gggtacaagc 
tttttttttt 
aatcacggag 
cttggacaaa 
gtgtgcttcc 
ggccttgtct 
attcctcttc 
acggtatctt 
tggcattcgg 



cctgaaacct 
ttttttgcaa 
gccagtatgt 
gtcttgatga 
ttggtcttag 
gccttcagct 
accttcaggt 
ctgagcagcc 



caaatgtaca 
gcagataaag 
acacacaaag 
tctcctcctt 
atctgcgggc 

tgtggatgtg 

acaggctgtg 
99tgcagaat 



tcagaattac 
gcttatttta 
gggcagcttt 
cttggcctgg 
ctcagcctga 
ttccatgaga 
atacatgcgg 
cctcattctc 



ctgtggagtt 60 
ctttaatggc 120 
tatttcttgg 180 
aggtgctctt 24 0 
tcagccagga 3 00 
atctgcttgt 360 
cgatcaatct 420 
ctcatccacg 480 
500 



<210> 3 

<211> 75 

<212> DNA 

<213> Homo sapiens 



<400> 3 

tatggtattt tcttatagca acaaaaaata aagatggggt ggagaaatat atttatagaa 6 0 
agtatttttt taagt 75 



<210> 4 
<211> 500 
<212> DNA 




<213> Homo sapiens 
<400> 4 

agtatggagc ccccttcatg ggacaggtgg ctttaagaag aggaagagag acctgagctg 60 
gcagggactc tcttaccctc tcaccatgtg atgccctcca catgttatga tgcagcaaga 120 
aggccctcac tggttgctag tgccatgctc ttcgacttcc cagcctgcag aactataaga 180 
aataaactta ttttctttat aacttacaca tttatggtat tttcttatag caacaaaaaa 240 
taaagatggg gtggagaaat atatttatag aaagtatttt tttaagtaaa tgagaaatta 300 
gacataatgt ttttaactct agagaaattg aaaacagagc acagcacatc ggataaattc 360 
aataactatc ttaagaatca gcaaaacaac atgcagatgg ctgattggca atagtttcag 420 
taggcagatt ttgattaaaa taaagaaaaa ctttttaata attaaacctc tccttaaaac 480 
attatgactt tatgaggtaa 500 

<210> 5 
<211> 125 
<212> DNA 

<213> Homo sapiens 
<400> 5 

tcttcattat taatcactct taaacctctt cttcaatctt ctcctcatgt ttaatttctc 60 
ccttatctta tcttcataac tcagtgccat tctcccttca taacaacaga agctgacatt 120 
O 99*99 125 

<210> 6 
,1 <211> 500 

2 <212> DNA 

<213> Homo sapiens 

m 

O <400> 6 

!ij tcatcctaat ttatataaag cacactacaa tcttaattta acaatccatt ccaaattcca 60 

ataatctcca gtgttgagat attttttcca tacagcctaa agtgcacata tttagacatt 120 
p tctccaccca tctcctttgc acacgaaaag ttggtaaacg acctcattat actagtagcc 180 

Ifl tttcatattc ttcattatta atcactctta aacctcttct tcaatcttct cctcatgttt 240 

j«j aatttctccc ttatcttatc ttcataactc agtgccattc tcccttcata acaacagaag 3 00 

ctgacattgg aggagtatca gccaatgtgt accgctcttt ccctactgtg gtccactgtc 3 60 
acccctaact attttatgaa taggattcct atttctagag aagaaaacgc agacttggag 420 
M a gg tt g agta a gttgcctag gaatgtgaag ctggggtgta gcagaagggg gtcgacgtca 480 

H ggtctggata cctcaccgtg 500 
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